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Tab.1 Source and ecological niche of the strains
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1 EHMEKSBMEE B ERIC-PCR E5H
Fig.1 ERIC-PCR fingerprints of partial Aeromonas hydrophila strains
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1 100.0 0.0 110 100 10.2 8.4 7.1 10.1 9.2 62.8 0.0 104 00 656 203 8.7 0.0 656 0.0 0.0 00 6.7 00 0o
2 0.0 100.0 0.0 194 59 163 00 0.0 180 473 827 0.0 0.0 0.0 6.4 287 218 0.0 218 369 369 00 36.9 218
3 110 00 1000 868 00 678 00 237 W5 0.0 0.0 16.2 00 0.0 0.0 57.1 0.0 0.0 0.0 0.0 0.0 0.0 00 00
4 100 194 868 100.0 7.1 80.1 00 209 474 00 156 142 00 0.0 7.6 51.5 2.3 0.0 263 0.0 00 00 0.0 263
5 102 59 00 71 1000 57 938 00 6.4 92 4.7 00 00 150 926 0.0 8.1 150 8.1 0.0 00 90 00 8.1
6 8.4 16.3 678 801 57 1000 00 167 753 0.0 268 112 00 00 6.2 426 644 0.0 64.4 0.0 0.0 0.0 0.0 64.4
7 7.1 0.0 0.0 0.0 938 00 100.0 00 0.0 6.4 0.0 0.0 00 10.7 86.4 0.0 0.0 10.7 00 0.0 00 96 00 00
8 101 0.0 237 209 0.0 167 00 1000 189 00 0.0 96.2 88.1 0.0 0.0 176 0.0 0.0 0.0 0.0 00 84.2 00 00
9 92 18.0 295 474 6.4 753 00 189 1000 00 349 127 00 0.0 6.9 25 774 0.0 774 0.0 00 00 0.0 774
10 6238 473 00 0.0 9.2 0.0 6.4 0.0 0.0 1000 40.1 00 0.0 544 18.5 0.0 0.0 544 0.0 0.0 00 6.1 0.0 00
11 00 827 00 156 47 268 00 00 349 401 1000 00 00 00 52 265 339 0.0 339 323 323 00 323 339
12 104 0.0 16.2 142 0.0 112 00 96.2 127 00 0.0 1000 919 0.0 0.0 118 0.0 0.0 0.0 0.0 00 876 0.0 00
13 00 0.0 00 0.0 0.0 0.0 00 88.1 0.0 00 0.0 919 1000 00 0.0 0.0 0.0 0.0 0.0 0.0 00 95.0 00 00
14 656 0.0 0.0 0.0 150 0.0 10.7 0.0 0.0 544 0.0 0.0 00 1000 289 0.0 0.0 1000 00 0.0 00 10.1 0.0 00
15 203 6.4 0.0 7.6 926 6.2 86.4 00 6.9 18.5 52 0.0 00 289 1000 0.0 8.6 289 8.6 0.0 0.0 8.3 00 8.6
16 8.7 287 57.1 515 0.0 426 00 176 225 00 265 118 00 0.0 0.0 1000 0.0 0.0 0.0 715 715 00 71.5 0o
17 0.0 218 00 263 8.1 64 4 00 0.0 774 00 339 0.0 0.0 0.0 8.6 0.0 100.0 0.0 100.0 0.0 00 00 0.0 100.0
18 656 0.0 0.0 0.0 150 00 10.7 00 0.0 544 0.0 0.0 00 1000 289 00 00 1000 00 0.0 0.0 10.1 00 0.0
19 0.0 218 00 263 8.1 644 00 0.0 774 00 339 0.0 0.0 0.0 8.6 0.0 100.0 0.0 100.0 0.0 00 00 0.0 100.0
20 0.0 369 00 0.0 0.0 0.0 00 0.0 0.0 00 323 0.0 00 0.0 0.0 715 0.0 0.0 0.0 100.0 100.0 00 1000 00
21 0.0 369 0.0 0.0 0.0 00 00 00 0.0 0.0 323 0.0 00 0.0 0.0 715 0.0 0.0 0.0 1000 100.0 0.0 1000 00
22 6.7 0.0 00 0.0 9.0 0.0 96 842 0.0 6.1 0.0 876 95.0 10.1 33 0.0 0.0 10.1 0.0 0.0 00 1000 00 00
23 0.0 369 00 0.0 0.0 0.0 00 0.0 0.0 00 323 0.0 0.0 0.0 0.0 715 0.0 0.0 0.0 100.0 100.0 00 1000 00
24 0.0 218 0.0 263 8.1 644 00 00 774 0.0 339 0.0 00 0.0 86 0.0 100.0 00 100.0 0.0 0.0 0.0 0.0 100.0
Z] = N
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Fig.2 Similarity matrix of partial Aeromonas hydrophila strains
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Tab.2 ERIC-PCR fingerprint clustering table of Aeromonas hydrophila
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11, 13, 39, 85 58,72,21,79, 44,91, 37, 55, 83
I 9,94, 80 XVI 63, 18, 38, 22, 25, 23, 103, 24, 81, 20
I 7,31 XVI 89, 14
v 12 X 102, 50, 28, 92
v 100, 53 XIX 56, 52
Vi 3,4,6, 105 XX 9, 68, 15
VI 101, 45, 43, 84, 74, 77, 34, 104, 73 XX 16, 35
VI 33,60, 62 XXI 29
X 1,2, 61 XXII 11, 70
X 88, 96 XXIV 98, 30
XI 71 XXV 93
XI 67,76, 8 XXVI 8
XII 47, 48 XXVI 17
XV 49, 64 XXV 36
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Fig.3 Results of ERIC-PCR genotyping and
UPGMA clustering of 105 strains
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Characterization of the diversity of Aeromonas hydrophila field isolates by
using of ERIC-PCR

YE Shi-yao'?, LIANG Li-guo’, XIE Jun’
(1. College of Fisheries and Life Science, Shanghai Ocean University, Shanghai 201306, China; 2. Key Laboratory of
Freshwater Fisheries and Germplasm Resources Utilization, Ministry of Agriculture, Freshwater Fisheries Research Center, Chinese

Academy of Fishery Sciences , Wuxi 214081, Jiangsu, China)

Abstract: In the experiment, enterobacterial repetitive intergenic consensus ( ERIC-PCR) was used to
analyze the typing of the 105 strains of Aeromonas hydrophila collected from freshwater aquaculture area in
Jiangsu, Henan, and Fujian. The genotyping technique was used to apply in the epidemiological investigation
of the strains and evaluate the relationship of the genotype, regional distribution and the ecological niches.
Electrophoresis prints was analysed by using Quantity one 4.6 and used UPGMA to make a tree plot to analyse
hereditary character. 28 special genotypes were identified from the 105 isolates. Genotype XV was the
dominant genotype, consisting of 20 strains, whereas genotypes IV, XI, XXI, XXV, XXVI , XXVI and
XXV contained only one strain. There is a tendency that the strains from the same geographic area or
ecological niches could be clustered into one group. In addition, A. hydrophila from different regions and
ecological niches might get together for the same genotype. The results suggest that there is likely some
relevance between the genotype and ecological niche among A. hydrophila strains.

Key words: Aeromonas hydrophila; ERIC-PCR; ecological niche
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