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Restriction endonuclease analysis of mitochondrial DNA

in Oujiang color common carp
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Abstract RFLP analysis of mtDNA in Oujiang color common carp Cyprinus carpio . var color was conducted by 13
restriction endonucleases. The results indicated that there were 18 restriction morphs and 5 of which were
polymorphic and could be sorted into 5 haplotypes. The size of mtDNA is 16.60 + 0. 15kb  the index of gene
diversity among haplotypes is 0.751 7 and the average nucleotide diversity is 0.028 6 which indicated there was
abundant genetic diversity in Oujiang color common carp.
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Tab.1 Restriction fragment patterns in Oujiang color common carp

kb
Ava I CTCGAG A 3 8.25 5.92 2.29 16.46
o A 3 8.68 4.27 3.66 16.46
BamH 1 GGATCC B 1 16.66 16.66
: } A 4 7.53 4.31 3.56 1.22 16.62
EcoR 1 GAATTC B | 16,64 oo
Hae III GGCC A 6 7.39 3.16 2.97 1.27 1.20 0.52 16.51
Hine II GTTAAC A 4 5.99 4.96 3.17 2.38 16.50
. . A 1 16.63 16.63
Hind 1T AAGCTT B 4 7.60 6.11 2.32 0.65 16.68
Mbo 1 GATC A 6 8.56 2.13 2.01 1.53 1.38 0.96 16.57
A 7 4.19 3.97 2.37 2.25 1.98 1.08 0.90 16.74
Msp 1 ceee B 4 8.15 4.34 2.25 1.98 16.73
A 4 6.61 4.40 3.42 2.68 16.81
Pet I CTGCAG B 2 14.11 2.68 16.85
C 3 6.61 6.20 3.42 16.23
Pvu 1 CGATCG A 2 8.76 7.92 16.68
Sal 1 GTCGAC A 1 16.42 16.42
Xba I TCTAGA A 3 7.62 6.83 2.17 16.62
2.2 mtDNA
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Tab.2 Restriction haplotypes and their frequencies in Oujiang color common carp

%

BamHI EcoRI HindIII Mspl Psil
I 4 22.22% A A A A A
il 8 44.449% B A A A B
m 3 16.67% A B B A A
v 2 11.11% A A A B A
v 1 6.56% A A A A C
mtDNA 5 35
0.195% ~1.136% 0.7517
UPGMA 5 2 1 vV

T 2.86%
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Tab.3 The shared fragments indexes and genetic distances among haplotypesin Oujiang color common carp %
haplotypes I il 11 v \
1 44 0.9048 0.8864 0.9176 0.9655
I 0.5609 40 0.7857 0.8148 0.9398
11 0.6773 1.3648 44 0.8000 0.8506
v 0.4804 1.1562 1.2623 41 0.8810
v 0.1954 0.3473 0.9110 0.7118 37
%
3 0.001 [ \
0. 001 0.001
mtDNA 16.60 +0.15
0. 001 0. 002
kb o 16.99kb 11
10 16.40kb  Araya " — 0. 003 v
Billington and Hebert 1991 16. 40kb 0. 004 i
13 12
2 mtDNA UPGMA
> Fig.2 The UPGMA dendragram of 5 mtDNA haplotypes
5 in Oujiang color common carp
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