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AFLP analysis on genetic diversity of four different
generations of Litopenaeus vannamei
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of Agriculture, Shanghai Ocean University, Shanghai 201306, China)

Abstract: The AFLP technique was used to analyze the genetic diversity of 4 different generation groups of
Litopenaeus vannamei, which were primary parent, F, generation, F, generation and F  generation. 10 pair
AFLP selective primer scanned 20 samples from each generation and 483 loci were amplified, 348 loci were
polymorphic loci. The proportions of polymorphic loci among the 4 generation samples were 61.90% , 49.
28% , 50.52% and 46.38% respectively. The genetic diversities of the 4 different generations quantified by
Shannon index were 0.313 4, 0.262 1, 0.259 4 and 0. 226 2 respectively. The result shows that the genetic
distance between primary parent and F, generation sample is closer than that between F, and F generation
samples. The research of genetic diversity among 4 different generations could provide theoretical support for
future study on hybrid selective breeding.
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Tab.1 Amplification results of ten AFLP primer combination sets

SlAG RsXiiE'e LS SR B ZEMEETE(%)
E-ACG/M-AAC 49 38 77.55
E-ACG/M-AAT 29 20 68.97
E-AGG/M-AAC 36 20 55.56
E-AGG/M-CAA 55 44 80.00
E-AGG/M-AAT 64 49 76.56
EATC/M-CAG 54 39 72.22
E-AAT/M-CGA 42 29 69.05
E-AAG/M-AAC 54 43 79.63
E-AAG/M-CGA 62 46 74.19
E-AAG/M-AAT 38 20 52.63
it 483 348 72.05
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Tab.4 Analysis of molecular variance ( AMOVA)

in four L. vannamei stocks
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Fig.1 UPGMA tree of the L. vannamei stocks
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