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Cloning and expression of epigen gene in m etam orphosing

flounder Paralichthys olivaceus

XIE Caixia XING Jubin BAO Bao-long
(Key Laboratory of Exploration and U tilization of Aquatic Genetic Resources Shanghai

Ocean University M inistty of Education Shanghai 201306, China)

Abstract To investigate the wle of epigenn a member of epidemal growth factor I flounder Paralichthys
olivaceus during metamophosis stage we chamacterised the epigen gene which is cloned fran the cDNA
library of metamormphosing Pamlichthys olivaceus The epigen gene encodes 162 amino acids with a signal
peptide a transnembrane helix and a EGF-lke danain EGF-lke danain contains six cysteines and three
disulfide bonds and is conserved between Parmlichthys olivaceus and other species Fluorescent real-tine
qRTPCR was used to analyse the change of epigen gene expression during melamormphosing stage Fran pro-
metanowphic stage (17DAH, day after hatching) to premetamomhic stage the expression level of epigen
gene increased by 136. 3. Then the expression level decreased by around 807 fram premetanormhic to
metamorphic climax There was no significant change from metamowphic climax to postmetamowphic stage

and the expression of epigen gene kept at a relatively low level The expression pattem of epigen gene during
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metamoiphosing stage indicates that the epigen might be nvolved in the developmenial events n pre-

metamowphosing flounder but not atmetamowphic clinax or postietamorphosis stage

Key words Pamlichthys olivaceus epigen gene real-tme qPCR; epidemal growth factor
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