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Cloning and prokaryotic expression of
Lateolabrax japonica mterleukin—8 ¢DNA
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Abstract ¢DNA encoding Lateolabrax japonica interleukin —8 (LjIL—8) open reading frame (ORF) was
cloned by RTPCR.  Sequencing results showed that the LjlL. —8 ORF nucleotide sequence was 300 bp i
length, encoding a prepropeptide of 99 am ino acids The deduced mature am ino acid sequence of LjIL—38 was
canpared with those of several fish and mammalian species The results showed that the LjIL—8 had 23% —
A8/ and 257 —92% identities with mammalian and fish IL —8s in deduced amino acid sequence
Phylogenetic analysis showed that the LjIL — 8 had close relationship with Dicentrarchus labrax IL —8&
Recanbinant expression plasnid of pET—28a( 1) was constmicted by nserting the LjI.—8 ORF sequence
into the prokaryotic expression vector pET—28a( 1 ). An expected protein band was observed on SDSPAGE
gel recognized by monoclonal antibody against 6 XH is in W estem blotting assay
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Fig 1 The nucleotide and predicted aa sequences of Lateolabrax japonica mterleukin—8
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