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Studies on efficient methods of algae DNA isolation
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Abstract : Simple and high efficiency methods for DNA preparation were the base for the algae molecular
genetic research. To look for rapid and efficient methods to isolate DNA, three algae ( Porphyra yezoensis,
Enteromorpha clathrata and Spirulina platensis)) were as materials to extract DNA by three preparation methods,
improved CTAB method, LiCl method and extraction kit. These results indicated that the more extraction
buffer was valid to remove impurities such as proteins and polysaccharides,and increased the yield and purity
of DNA. Three methods have been improved and are all potent for gemomic DNA extraction. Using the
isolation kit was the most rapid method and the DNA purity was high, but expensive with low DNA yield. The
improved CTAB method and the LiCl method were inexpensive and efficient methods for total genomic DNA
isolation from 3 algal species, but the latter was more rapid and simple. Furthermore, the pretreatment of
material also affected the quality of DNA.
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Kit ¥ 1.84 89 17.8 1.88 67 14.4 1.8 101 21.2
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