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Analysis of biochemical genetic diversity of
different populations of tench
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Abstract: Thirty wild individuals of tench, Tinca tinca of Xinjiang population of China and thirty individuals of
tench of Czech population, which were introduced into China in 1999, were collected in 2002. The isozymes of
ADH,IDH,LDH, SDH, SOD, EST, MDH, ME , 6PGDH , G3PDH and Muscle protein in their livers, muscles
and other tissues were analyzed by using polyacrylamidae gel electroporesis. The loci of EST-2, SOD, ADH
and IDH in Xinjiang population and loci of EST-1, ADH and IDH in Czech population were found to be
polymorphic. The percentages of polymorphic loci of Xinjiang population and Czech population were 28. 57%
and 21.43% respectively, the mean heterozygosity were 0. 0619 and 0. 0357 respectively. It was found that
there were some losses of heterozygosity in Czech population. Therefore, from the view of the genetic

conservations, it was suggested that it should be forbidden to extend culture of tench of Czech population in
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Xinjiang Elirix River basin.
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Tab.1 Allele frequencies at polymorphic loci of two populations of tench

i . FfEHA HEBBFA TR
EST-1 100 1.000 0 0.966 7
95 0.000 O 0.033 3

EST-2 100 0.983 3 1.000 0
110 0.016 7 0.000 0

SOD 100 0.950 0 1.000 O
65 0.050 0 0.000 0

ADH 100 0.833 3 0.9333
115 0.166 7 0.066 7

100 0.650 0 0.800 0

IDH 75 0.3500 0.200 0

2.2 BHARBRILAR
TESERAR LSS AR L (P) FA SRR 6 5 (H) Zm s THHE(ER2) .
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Tab.2 Percentage of polymorphic loci and mean heterozygosity of two populations of tench

2% EZAY A fr R HF M EER LR E ILEECSC Y 3 BB IE K
T 28.57% 1.29 0.061 9 0.061 5 0.006 5

W 21.43% 1.21 0.035 7 0.036 4 -0.019 2
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B 1 TH&SRFES EST(a)#1 ADH(b) [F) TEAY s 3K Bl 3
Fig. 1 Electrophotetogram of EST(a) and ADH(b) in the liver of tench
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Fig.2 Electrophotetogram of IDH(a) and SOD(b) in the liver of tench
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