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Analyzing the polymorphisms of Takifugu rubripes with microsatellite
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Abstract Two populations of Takifugu rubripes domesticated in different places were analyzed with the Takifugu
Jrbripes microsatellite marker and the pattern of each sample was obtained. Altogether 20 primers were used in this
experiment of which 16 primers were assessed for genetic diversity for 10 individuals. The PCR products were
electrophoresed by 2% agarose gel and the data like allelic frequencies and analyzed by statistic method. The
results indicated mean number of alleles were 1.875 0 and 2.437 5 PIC value polymorphism information content
were 0.275 1 and 0.379 4 and the observed heterozygosity values over all loci were 0.025 and 0.200. All of these
indices indicated that genetic diversity of Takifugu rubripes was not inspiring.
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Tab.1 Microsatellite primers sequence and its annealing temperature
5'~3 C 5'~3' C
ACCCAATCTCACCTCCTG GAAGGGCTGGCAGAACAC
Fooot AACCCAAAGTTTGACCCT 36 Foor2 CCCGCTTAGAATCCTGTT 5
AAACACCAAAGAAAGCCACT CACTCGGCATAGCAGACC
Fo002 ATTACCGCACTCCCTACC % Fo013 TATCAGGCACCGCAAGAA 36
CCTTGCCCTGTCCTTTAC ATTGCTGCATTAGCCCTTCA
F0003 AGCCACCTACATCCTTCACT 36 Foor4 AACGCTTCCTTTCCTTCACA 36
GCTGACAGACAAGAGGGAC CCCGCCTGTGGTTTGTTC
1 CCTGAAGGGAGGGAATAT % FO015 TGTGGGTATGATGTGATGCT 36
TCTCCCTTACACCAAACG AGCGTTGCTG TGGTTTC
F0005 TTCCCACTGCTGAAGACC 5 Foot6 GATTGCCTGCCTCCCTTT 4
TTTCCATCGTGGCTTTGT CCATTCACCCAGAAGCAA
F0006 CGTTGCTCATTTCCTGCT 33 Foot7 AAAGCCCTCTTGAACCCT 56
CTTGGACGAGCAGGA TGT CCATCTAACTGCGGGTAA
F0007 AACGAATCTGCGAGGACA 36 Foo19 TGAGACTCTGCCTTCGTG %
G TTGCTCCAGTTTCCTAG ACAATGAGGCGTGGAAGT
F0010 TGTAAAGAATGACCCAGA %6 F0020 GTGAATGGATGTGGAGCA 56
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Fig.1 The amplified PCR result of genomic DNA of
Takifugu rubripes with primer FOO15
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Tab.2 Microsatellite loci of two populations of Takifugu rubripes

F0001 F0002 FO003 FO0004 FO005 FOO06 FO007 FOO10 FKOO12 FO013 FOOI14 FOO15 FO016 FO0O17 FO019 F0020

A 2 2 1 2 2 2 2 4 1 2 3 1 1 2 1 3 1.875
B 2B~216145~157 210 210~216281~29 12~ 195215~23157~207 132 210~22186~247 217 165 17%6~184 157 138~160

Ho 0.375 0.625 0 0.375 0.375 0.375 0.375 0.750 O 0.444 0.625 0 0 0.500 0 0.667 0.3429
He 0 0 0 0 0 0 0.25 0 0 0 0 0 0 0 0 0 0.025
PIC  0.305 0.305 0 0.305 0.305 0.305 0.305 0.703 0 0.346 0.555 0 0 0.375 0 0.593 0.2751
A 1 1 3 2 4 2 3 5 3 2 2 2 3 2 2 3 2.4375

B 201 145 20~210204 ~ 225219 ~ 26 182 ~ 195 215~ 231 140~ 207 132~ 161 216 ~ 22 186 ~ 19 206~ 211 165 ~ 181 166 ~ 184 12 ~ 154 147 ~ 169
Ho 0 0 0.560 0.278 0.444 0.667 0.611 0.778 0.480 0.444 0.444 0.444 0.444 0.500 0.480 0.640 0.4509

He 0 0 0 0 0 0.333 0.5 0.167 0.333 0 0 0 0.667 0 0 0 0.200
PIC 0 0 0.535 0.239 0.620 0.346 0.535 0.744 0.365 0.346 0.346 0.346 0.346 0.375 0.365 0.563 0.3794
A “ " B “ " Ho “ " He “ " PIC “ i
fi 9 10
fi : RAPD fif fi
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